Among others, it is a consequence of complex geological history of the region that was an 48 archipelago and united with rest of the European continent only in Neogene (Pffifner, 2014 Jaskuła, 2011 Jaskuła, , 2015 . Generally, it is 73 recognised as euryoecious (Jaskuła, 2011 (Jaskuła, , 2013 (Jaskuła, , 2015 . However, in Europe it occupies 74 
Morphometric data analysis 156
To test whether variation of morphometric traits reflects presence of two genetically divergent 157 lineages (potential cryptic species), measurements of eight body parameters (Fig. 2) The mean K2p genetic distance between both groups of haplotypes is relatively high (0.039, 177 SD 0.007). Both variants of the ABGD analysis resulted in partitioning of the dataset into two 178
OTUs, that may represent distinct operational taxonomic unitspotential cryptic species or 179 subspecies within Calomera littoralis in the studied area (Fig. 3A) . 180
The Bayesian time-calibrated reconstruction of phylogeny shows that the two lineages 181 split at ca. 2Ma, i.e. in early Pleistocene (Fig. 5A) . Results of the BSP analyses showing the 182 temporal changes of the effective population size suggests that both lineages experienced rapid 183 population growth that has started ca. 0.15Ma (Fig. 5B) . In both cases, a small decline in 184 effective population size may be observed in most recent times (<0.05 Ma). Results of the 185 mismatch analysis shows that both lineages are currently in the stage of both demographic and 186 spatial expansion ( Fig 5C) . Interestingly, geographical distribution of both lineages shows that 187 the spatial expansion of southern lineage was efficient enough to spread eastwards into the 188 9 Black Sea and colonise effectively the north-western Black Sea coast. The northern lineage has 189 spread only in the Pontic region. 190
Morphometric data 191
The results of PCA and ANOSIM revealed no differences in the analysed morphometric traits 192 between the southern and the northern lineages, neither in males nor in females (Fig. 3B ). In 193 PCA (Fig. 3B) Özdikmen, 2007). However, the morphological differences between the subspecies, such as 217 body size, maculation of elytra and shape of aedeagus, are poorly defined and did not allow the 218 identification of the studies material further than to the species level. Unfortunately, we had no 219 opportunity to study the topotypical material -Provence, France, is locus typicus for C. l. 220 nemoralis, Tibet for C. l. conjunctaepustulata, and Cyprus for C. l. winkleri. Thus, we cannot 221 exclude a possibility that the two lineages we found in our material overlap with any of the 222 above mentioned subspecies. However, only a further taxonomic revision combining more 223 phenotypic traits, including e.g. cuticle ultrastructure, with several, mitochondrial and nuclear 224 DNA data, could help to resolve this problem. Until such revision is done, we propose to use 225 the tentative name "Calomera littoralis complex" for populations from the studied area. 226
Phylogeography of Calomera littoralis 227
Occurrence of C. littoralis in Europe is restricted predominantly to marine shorelines with 228 sandy beaches and salt marshes as main habitats (e.g. 
